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Three clusters of Salmonella Enteritidis ST11 infections linked to chicken meat and chicken meat products (europa.eu)



https://www.ecdc.europa.eu/sites/default/files/documents/s-enteritidis-chicken-rapid-outbreak-assessment-october-2023.pdf

Legislation @ C
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« New Regulation On Serious Cross Borders Threats to Health
(2022/2371)

Article 13

Epidemiological surveillance

3. The national competent authorities referred to in paragraph 1 shall communicate the following information, based on
agreed indicators and standards, to the participating authorities of the network for epidemiological surveillance:

(d) molecular pathogen data, if required for detecting or investigating serious cross-border threats to health




Core components of ECDC WGS-enhanced surveillance @;ﬁ C
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« TESSy — The system for submitting data to ECDC

« Epipulse — The ECDC platform for nominated users

« Molecular Typing Tool — A tool for visualising WGS-based results
integrated with epidemiological data

« Events, Forum & News — Notification and discussion platform, can also
connect to the Molecular Typing Tool

« ECDC Bioinformatics infrastructure
« Bionumerics
« Open-source tools to complement Bionumerics



Use of Public data @c

« ECDC downloads public data when appropriate for ongoing investigations

« The public data are analysed using the same ECDC bioinformatics pipelines as
data submitted through TESSy

« Several methods are used to find relevant public data, mainly:
« NCBI Pathogen Detection
« Enterobase



Matching with EFSA @c

Every week, every cluster for Listeria (where we perform continuous surveillance) is queried to
the EFSA system with a 7 AD cut-off

Any matches are saved in the ECDC system temporarily (updated every week if they are found
again)

ECDC staff can also perform ad-hoc queries whenever it is deemed necessary for an ongoing
investigation, this can currently be performed for Listeria, and Salmonella, and with up to 20 AD

cut-off



Data visibility restrictions @c
 National identifiers can only be seen by ECDC and the submitting country

« For EFSA data, country of origin can only be seen by ECDC and the same
country, and further restrictions on data visibility can be applied by the EFSA

USEIS

« These restrictions on EFSA data do not apply to data that are also in the public
domain



Access rights to the typing tool for the FWD domain @c

 Access rights correspond to TESSy Download rights for
subjects LIST/LISTISO (Listeria), SALM/SALMISO
(Salmonella), CAMP/CAMPISO (Campylobacter), and
ECOLI/ECOLIISO (£. coli)
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Cases Edit case/Case validation Public Atlas CCB contacts
Events, Forum & News Atlas » Surveillance Dashboards/Reports »  Domain Contacts »
Sequenf:e Data TALD cases Events, Forum & News Extranets
Deterr_nmant Data TALD sites Download data Duty Schedule
Survefllance system Validate COVID-19 » Signal detection tool TESSy Help & Docs
descriptors Molecular typing_tool

COVID-19 Dataset Manager »

Documents Overview
EQA Lab Reports

Welcome to EpiPulse - the European surveillance portal for infectious diseases!

Through this portal you can report and share information on cases or events of infectious diseases/pathogens, explore European data or exchange information with other nominated

users.
Note: EPIS ELDSNet continues to work as usual, migration will occur on a later stage. The function and use of EWRS remain unaffected.

TESSy can also be accessed through the EpiPulse menu. To report cases or molecular typing data go to ‘Report'— ‘Cases' or Sequence data’ The existing TESSy URL and
functionalities have not changed.

Should you have any further questions or suggestions for improvement, please send them to epipulse@ecdc.europa.eu.

Click on the menu above to get started. Through the help button on the top right-hand side of the screen, you can access built-in tutorials to guide you around. You can also watch
the videos to learn how to use EpiPulse:

o EpipIJISQ
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# > Explore > Molecular typing tool

Please, select a Pathogen to review and analyse its data.

Select a pathogen v

Listeria monocytogenes

Salmonella asets  Visualisation My Isolates Data

Escherichia coli ) )
Please, select a Pathogen to review and analyse its data.

Campylobacter

[ _ |

Mycobacterium tuberculosis
Klebsiella pneumoniae

C. difficile

Pseudomonas aeruginosa
Neisseria meningitidis

Legionella pneumophila

Legal Notice Copyright Personal data protection Language Policy = Cookie Policy = Accessibility =~ Terms of service Privacy Statement
ECDC Tools
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A > Explore > Molecular typing tool

Please, select a Pathogen to review and analyse its data.

Salmonella -

» Search & Refine Selection

T ETAW TS C 73 Visualisation My Isolates Data

These table shows molecular clusters detected by ECDC by applying automated algorithms, see respective surveillance protocols for details. Only multi-country clusters & clusters in your country are

shown. Included are also generated datasets of particular interest.

Salmonella clusters
Column groups visi... v H Columns visibility — « ‘ - E m
4

Q Search

4

Cluster ID Event ID

LD L @ Pathogen: Page has been loaded successfully. X

O 2023-10.SALM.06.ENTERITIDIS cgMLST ST11 associated with ulenz2 OPEN
travel to Turkev | | 7
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Please, select a Pathogen to review and analyse its data.

Salmonella -

v Search & Refine Selection

Serotype Cluster Events Isolates

‘ Please, select one or more clusters X v ‘ ‘ Events ‘ ‘ |solates ‘

‘ Please, select one Serotype -

If empty, all the clusters will be selected.

Countries Date used for statistics Submission Date Distance metric to match

" Please, select one or more countries  x ~ ‘ ‘ dd/mm/yyyy H dd/mm/yyyy ‘ ‘ dd/mm/yyyy H dd/mm/yyyy ‘ ‘ Default - ‘
if empty, all the countries will be selected. ' \ '
Match Distance Cluster Method Epidemiological Data

" Match Distance ‘ ‘ Default - ‘ ‘ BN_Cluster, PB_DateUsedForStatistics, x ‘
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A& > Explore > Molecular typing tool

Please, select a Pathogen to review and analyse its data.

Salmonella -

v Search & Refine Selection

Serotype Cluster Events Isolates

‘ Please, select one or more clusters X v ‘ ‘ 2023-FWD-00031 ‘ ‘ Isolates ‘

‘ Please, select one Serotype v

If empty, all the clusters will be selected.

Countries Date used for statistics Submission Date Distance metric to match

" Please, select one or more countries  x v ‘ ‘ dd/mm/yyyy H dd/mm/yyyy ‘ ‘ dd/mm/yyyy H dd/mm/yyyy ‘ ‘ Default . ‘
If empty, all the countries will be selected. ‘ \ R - '
Match Distance Cluster Method Epidemiological Data

" 5 - ‘ ‘ Default - ‘ ‘ BN_Cluster, PB_DateUsedForStatistics, x ‘
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# > Explore > Molecular typing tool

Please, select a Pathogen to review and analyse its data.

Salmonella -

v Search & Refine Selection

Serotype Cluster Events Isolates

‘ Please, select one Serotype - ‘ Please, select one or more clusters ~ x ‘ ‘ Events ‘ ‘ SRR24791065 ‘

If empty, all the clusters will be selected.

Countries Date used for statistics Submission Date Distance metric to match

‘Please,selectoneormorecountries x v‘ ‘ dd/mm/yyyy H dd/mm/yyyy ‘ ‘ dd/mm/yyyy H dd/mm/yyyy ‘ ‘ Default - ‘

If empty, all the countries will be selected.

Match Distance Cluster Method Epidemiological Data

‘ 10 ‘ ‘ Default - ‘ ‘ BN_Cluster, PB_DateUsedForStatistics, x v ‘
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[ ] blaCMY-2 (Beta-lactam)
blaCTX-M-14b (Beta-lactam)
blaCTX-M-15 (Beta-lactam)
blaOXA-48 (Beta-lactam)
blaTEM-176 (Beta-lactam)

H B B -TEM-1B (Beta-lactam)

gyrA (Quinclone)
parC (Quinolone)
[ ] gnrS1 (Quinolone)

« Currently absence/presence of resistance genes are shown, as well as resistance point mutations

« There is also a detailed table with length/identity values for each detected gene
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AMR visualisation @ C
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« Currently absence/presence of resistance genes are shown, as well as resistance point mutations
« There is also a detailed table with length/identity values for each detected gene

Molecular Clusters My Isolates Data

Tables & Figures  Distance Matrix  Isolates Table & Download ‘




To be able to use EpiPulse Molecular Typing tool to s
visualise your own data in the context of the data in

ECDC db and those that would cluster with isolates

from EFSA db you need:

« Have access rights for TESSy Download rights for subjects SALMISO
(and SALM), CAMPISO (and CAMP).

« If you do not have this your country’s National Coordinator need to
nominate you. You will then be granted access to the system.

« Contact us if you need support with this process

« Contact us if you need support with sequence data uploads or with
learning more about the Molecular typing tool.




Thank youl!



	Slide 1:  EU level surveillance using EpiPulse molecular typing tool 
	Slide 2
	Slide 3: Legislation
	Slide 4: Core components of ECDC WGS-enhanced surveillance
	Slide 5: Use of Public data
	Slide 6: Matching with EFSA
	Slide 7: Data visibility restrictions
	Slide 8: Access rights to the typing tool for the FWD domain
	Slide 9
	Slide 10
	Slide 11
	Slide 12
	Slide 13
	Slide 14
	Slide 15
	Slide 16
	Slide 17
	Slide 18: AMR visualisation
	Slide 19: AMR visualisation
	Slide 20: To be able to use EpiPulse Molecular Typing tool to visualise your own data in the context of the data in ECDC db and those that would cluster with isolates from EFSA db you need:
	Slide 21: Thank you!

